A Big Earth Data Platform for Three Poles
Plateau plant genome data collection (2015-2024)
1、Description
The rich habitat polymorphism of Qinghai Tibet Plateau makes it a treasure house of natural resources. There are special gene resources in plateau plants, such as cold resistance, drought resistance, salt resistance, UV radiation resistance, high light efficiency, etc. How to tap, utilize and establish functional gene resources with independent property rights has important potential application value for modern crop breeding in China. High quality chromosome level genomes provide a solid molecular basis for the analysis of plant adaptation mechanism, stress resistance gene mining and other related research. The contents of this data collection are: the genome data set of Euphorbiaceae Euphorbiaceae, Qinghai Xizang Euphorbiaceae, including chromosome level genome sequences and annotation files; The genome data set of the scions of Euphorbiaceae, including chromosome level genome sequences and annotation files; Genome data set of Euphorbiaceae single tree, including chromosome level genome sequence and annotation file; Genome data set of Sophora pseudoacacia in Leguminosae, including chromosome and genome sequence, annotation file.
2、Keywords
Theme：Vegetation
Discipline：Terrestrial Surface
Places：Qinghai-Tibetan Plateau
Time：2015-2024
3、Data details
1.Scale：None
2.Projection：
3.Filesize：4475.6MB
4.Data format：None
4、Space scope
	-
	north：42.0
	-

	west：97.0
	-
	east：102.0

	-
	south：37.0
	-


5、Time frame:2020-06-29 16:00:00+00:00--2022-06-30 16:00:00+00:00
6、Reference method
References to data: 
YANG  Yongping. Plateau plant genome data collection (2015-2024). A Big Earth Data Platform for Three Poles, doi:10.11888/Terre.tpdc.2726702022
References to articles: 

7、Supporting project information
Second Tibetan Plateau Scientific Expedition Program

8、Data resource provider
name: YANG  Yongping
unit: 
email: yangyp@mail.kib.ac.cn






